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DQ494517 Une. Vibrio sp. clone 2-15
DQ482576 Unc. Vibrio sp. clone 1-se
AY911395 Vibrio shilonil strain SW-2
-AY911397 Vibrio harveyi strain SW-4
D88001 Pseudomonas flucrescens strain 1AM 12022
AY166836 Unc. Pseudomonas sp. Type IV
AF064459 Pseudomonas rhodesiae
249730 Legionella londiniensis
249724 Legionella donaldsonii
D89798 Coxiella burnetii |
DQ494516 Candidatus Endoecteinascidia frumentensis clone 2-24
DQ482575 Candidatus Endoecteinascidia frumentensis clone 1-3h
AY(054370 Candidatus Endoecteinascidia frumentensis
contig00422
" contig09113
DQ494507 Unc. alpha proteobacterium clone 2+
DQ494526 Unc. alpha protecbacterium clone 4-7
AY369990 Silicibacter sp, E923
AJ633970 Unc. alpha proteobacterium clone T63ANG229
AF434674 Silicibacter pomeroyi strain DSS-10
DQ494523 Unc. bacterium clone 4-32
[DQ494529 Une. bacterium clone 3-35
DQ494504 Unc. bacterium clone 2-27
—DQ494505 Unc. bacterium clone 2-22

DQ494530_1 Unc. bacterium clone 3-31
' [DQ494524 Unc. bacterium clone 4-26
DQ494512 Unc. bacterium clone 2-28

DQ411308 Myxococcus xanthus strain AS9
D85114 Streptomyces favendulae strain IFQ 14028
DQ494506 Unc. bacterium clone 2-7

DQ494528 Unc. bacterium clone 3-2
[ XB3781 Spiroplasma citri
M24483 Spiroptasma sp. DW-1
~AY189313 Spiroplasma sp. LB-12
DQ494519 Unc. Mallicutes bacterium cione 3-3
AY166837 Unc. Mollicutes bacterium Type I

LF read FS7DT
DQ482578 Unc. bacterium clone 1-22
0.09

Figure 2A
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Figure 8A

ET-745 (1}

Candidatus Eralosctelnascidia frumantensis

L

- \%j 1
LT e

M /\ " l

kY

Nt

.

Y

Saframycin Mt {3
Myxovovens xardhus

Figure 8C

-,
74

A
hS

Figure 8B
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